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Hayzenw  moponoco-kymmypanchsie  0cobernocmu mpex JoMUBHDYIOUUX OaK-
EPUALHBIX KWIBIMYD, HI0AUDOBAHHBX U3 HUMbESoil 8000Mpogodroll 80dut 1t HPOO
8006, OMOGPAHKOL HA PAAUWMHBX IMANAX ee JOOMUCIKH A  YCmManoske 600000~
20MOBKY RPeORpUAMUA Cheyuatehbix nanumkos. Hpoanasusupoean eudosolt co-
CMas BudEEHHbX BaKMEPUATEHbIX H30AAM08 1o nocsedosamensiocmam 2ena 168
PPHK  Hoenmucpuuuposanvt caedyrowiue sudsl axmeputi:  Baciflus nanhaiensis,
Brevibacterium frigoritolerans u Lysinibacillus fusiformis. Yemanoaneno, wno nau-
bonee pestcmermAol k Xaopy okazanace Lysinibacillus fusiformis. Fe ycmoimusocmp
Kk NaOCl npu konuenmpayuax 14; 3; 5 u 7 me/o® sapeupyem 6 npedenax 1 — 98%
(RPOOCAHCHIMEABHOCE AKCROSHUUY — om 5 do 60mum), 8 Mo 8peMa Kax ocmaisiibie
dsa uzoaama Bacillus nanhaiensis u Brevibacterium frigoritolerans npodemoncmpii-
DosaRLE HUSKYIO suiciieaemocmt 8 npucymemstn NaOCl (0— 16%).

Knwueprie chnopa: OMOIIIEHKA, TOPME3HC, XJOppesHCTeHTHOCTh, FBacillus
nanhaiensis, Brevibacterium frigoritolerans, Iysinibacillus fusiformis.

Beenenue. JoourcTKa BOMOIPOBOIHONM BOMBI 1M1 HYXKI TPOU3BOJCTRA
Ha IPeAIpUATHIX MHLIEEOH ITPOMBIIIICHHOCTH SBJISIe TS PacIlp OCTPaHeH -
HOH IIpakKTHKOH. OMHOH W3 ITIaBHBIX ITp00JieM TAKOH OUHCTKH SBJISIOTCA
MHKpPOOHBIE 3arpsA3HEH A, IPACYTCTBYIONIHE JTHOO B MCXOMHOI BOIe, 00
BHOCUMEIE B OUHWLIAeMYIO BOAY IpH e¢e¢ oOpabdoTke. Ilpu GUIBTpOBAHUHA
BOIBI CKBO3b CJION MeCKAa W aKTHUBHOIO YIId (AY) BAXHYIO POJIb UTPAIOT
fak TepHaIbHBIe OHOIIeHKH [1]. CKoOpIHMHHpOBaHHAS aKTHBHOCTDH CO00-
LIeCTBA MHKPOOOB JeflaeT OHOIUIEHKH MAJIOYSA3BUMBIMHU IJIA JeHCTBHS
Te3HH(PEKTAHTOB [2].
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DETERMINING THE SPECIES COMPOSITION OF MICROBIAL
WATER THAT ARE RESISTANT TO CHLORINE COMPOUNDS

Summary

Studied the morphological-cultural features of the three dominant
bacterial cultures isolated from a drinking water tap and water samples taken at
various stages treatment at the water treatment plant enterprises special drinks.
Analyzed the species composition of selected bacterial isolates by 16S rRNA
gene sequences. Identified the following types of bacteria: Bacillus nanhaiensis,
Brevibacterium frigoritolerans and Lysinibacillus fusiformis. Found that the most
resistant to chlorine was Lysimibacillus fusiformis. Its resistance to NaOC] at
concentrations of 1,4; 3; 5 and 7 mg/dm? varies in the range from 1 to 98 %,
with duration of exposure from 5 to 60 min, while the remaining two isolates of
Bacillus nanhaiensis and Brevibacterium frigoritolerans showed low survival rate
in the presence of NaOCl (0 — 16%).
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